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INFECTIVITY OF BLOOD FROM A LOW-LEVEL HBV CARRIER

Shin Chiyoda, Tamaka Aguin, Hidetaka Oda, Tosinobu Ezaki,
Junko Inoue and Yosirou Mitutomi
Nagasaki Red Cross Blood Center

Blood safety as regards transfusion-transmitted viral infection is of great concern. Recently, the
incidence of post transfusion hepatitis B virusOO HBV O infection has decreased through the introduc-
tion of more sensitive screening, such as hepatitis B surface antigenJ HBsAg[] anti-HBV core anti-
body] anti-HBcOand nucleic acid amplification test] NAT] as well as the registration of screened do-
nors. However, the risk of HBV infection due to blood transfusion still persists. We experienced a
case of HBV infection by blood transfusion in a 75-year-old man suffering from chronic pancreatitis
and pyloric stenosis. He received blood units from eight donors for gastrectomy on Nov. 22,2000. Al-
though hepatitis was not suspected, laboratory studies for liver function were carried out. Twelve
weeks after transfusion, HBsAg was found in his serum on Feb. 13,2001. The 8 donors’ retained blood
was tested by the individual nested PCR method, and one was found to be positive. To investigate a
causal relationship, HBV DNA nucleotide sequences of the patient and donor were analyzed. Se-
quences concurred in both and belonged to genotype C with mutation of core promoter. These find-
ings revealed that post-transfusion hepatitis cannot be completely prevented in spite of the introduc-
tion of sensitive screening containing NAT. Patients who receive transfused blood units should un-

dergo follow-up testing for hepatitis virus.
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Table 10 Laboratory Data of Patient
Date of Blood HBs-Ag Anti-HBs Anti-HBc HBeAg Anti-HBe | HBV-DNA ALT AST
Collection O RPHA or EIAO OEIAO OHIO O EIAO O EIAO 0 PCRO Ow/Ld | O1u/Lo
1999/10/ 7 — —
2000/ 6/14 —
10/24 — 18 31
11/20 20 30
11/22 — — — —
0 Blood transfusiond
11/24 13 27
11727 13 19
11/29 12 21
12/11 29 52
2001/ 1/11 37 56
2/13 0 31 44
2/20 O — — ] — ] 20 36
4/ 3 1065 570
4/ 6 — ] 357 335
4/ 9 113 163
4/12 — | oo — 0 a
4/16 62 41
4/23 26 28
5/ 9 — 0 0o — 12 20

U IgManti-HBE! O J HBsAg : hepatitis B surface antigen, Anti-HBs : anti HBs Ag antibody, Anti-HBc : anti HBV core antibody
RPHA : reverse passive hemagglutination, EIA : enzyme immunoassay, HI : hemagglutination inhibition,[0 PCR : polymerase chain
reaction,[] NAT : nucleic acid amplification test by Japanese Red Cross standard method, ALT : alanine aminotransferase, AST :
aspartate aminotransferase, HBV-DNA : hepatitis B virus-deoxyribonucleic acid
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