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A CASE OF HEPATITIS B VIRUS INFECTION THROUGH BLOOD TRANSFUSION
DETECTED BY NUCLEIC ACID AMPLIFICATION TEST
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Ryuzo Ueda”, Masashi Mizokami”
Department of Hematology”, Shizuoka Saiseikai Hospital
Second Department of Internal Medicine”, Nagoya City University Medical School
and Department of Blood Transfusion”, Nagoya City University Hospital

We experienced a case of hepatitis B virusO HBVO infection caused by blood transfusion. A 40-
year-old male with myelodysplastic syndrome and overt leukemia was transfused with about 500
units of whole blood during chemotherapy. The blood transfusion on Aug 17 1999 was positive for
HBYV DNA but negative for HBsAg and was found by nucleic acid amplification tesftl NATO After no-
tification, we recognized that the patient was positive for HBsAg and became a HB carrier at Oct 27
1999. To investigate the causal relationship, HBV DNA nucleotide sequences of the patient and donor
were analyzed. Sequences belonged to genotype A, which is quite rare in Japan. These data indicate
that HBV infection through blood transfusion of blood donated within the window period may occur
in Japan. Proper use of blood is required and attention should be paid to increase insensitivity and
faster detection time by NAT.
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Table 10 Laboratory findings on admission

Peripheral blood Bone marrow Biochemistry Serology

WBC 1550 /p | NCC 3x 104 /p | AST 27 1U/L CRP 0.5 mg/dl
0 blast 30 % MgK 0/ul ALT 26 1U/L HBs Ag (RIA) (0)
O stab 10 % Erythroid 75 % LDH 384 1U/L HCV Ab (RIA) (0)
O seg 110 % Myeroid 925 % ALP 202 1U/L TPHA (0)
0 eos 0.0 % O blast 90 % y -GTP 50 1U/L RPR (0)
O baso 00 % O promyelo 0 % Cho-E 150 IU/L

0 mono 20 % O myelo 0 % T-Bil 0.5 mg/di

Olym 830 % 0 meta 0 % TP 6.6 g/dl

RBC 361 x 108 /u | O stab 1% Alb 4.7 g/dl

Hb 127 g/dl O seg 0 % Na 138 mEg/I

Ht 338 % Mono 0 % K 42 mEqg/|

MCV 93.6 fl Lymph 15 % Cl 104 mEg/1

MCH 352 pg Plasma 0% BUN 17 mg/dl

MCHC 376 % Cre 0.7 mg/di

Plt 33x 104 /u | Karyotype : 46, XY

Ret 4.1 %o
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Clinical course. AbbreviationsO MIT, mitoxantroned Ara-C, cytarabine

DNR, daunorubicind IDA, idarubicinO PC, platelet concentrated RFP, rifampicin0
RB, ethambutol hydrochlorided NT, not tested.
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Fig.2 Phylogenetic tree based on S gene sequences of the study case and 100 S gene
sequences retrieved from the international database, DDBJ/EMBL/GenBank. The
names on the tree indicate the accession number of each sequence from the DDBJ/
EMBL/GenBank. The horizontal bar at the bottom indicates the number of nucleo-
tide substitutions.



oooooood O460 040

goboogob10b000Db0000O0ONAT
gbooboboboooooboobobobooo
gogboooobuooboobbooboobooo
googoobooobgo7200oboboboooon
gogboooobuooboobbooboobooo
googooOONATOODOOODDOOOOOO
gogboooobuooboobbooboobooo
gbooboboboooooboobobobooo
goooooobogoon
oooboobOoobOoobD ALTOODOO
1001U/100000000020 1400000
gooHBVOOUOODODOODOODODOODOO
oobOoO001125002200000000000
gboobobobooooobooboobobooo
gogboooobooboobbooboobooo
gboobobobooooobooboobobooo
gogboooobooboobbooboobooo
gboobobobooooobooboobobooo
gogboooobooboobbooboobooo
gboobobobooooobooboobobooo
goooooogo
ooobooboooobooooobbOocer
gogboooobooboobbooboobooo
gboooBoOOOboOobOObOOobOOoOoOOODOn
gogboooobooboobbooboobooo
O0ooOooooo®*™*moo0ooo00ooon
goboooobuooboobbooboobooo
gooboboboooooboobobobooo
goboooobuooboobbooboobooo
gooboboboooooboobobobooo
goboooobuooboobbooboobooo
gooboboboooooboobobobooo
UbHBsOUOOHBeODUODODODODOOOO
gooboboboooooboobobobooo
gobooobooboobbooboobooo
gboobooboboooooboobobobooo
gobooobooboobbooboobooo
oogd
goboobooobbobboobooboo
goooooooooobobobboboobooboon
HBvOoOooooooooooooomoog

453

goboobooobobooboobboooboo
oboboooooooboboboboooobooo
goboobooobobooboobboooboo
oboboooooooboboboboooobooo
gooo
ooo0o0ooooOooboOooOoooDD NAT
goboobooobbmHBvOUoonoooooo
oboboooooooboboboboooobooo
goboobooobboobooobo
OOONATODOOODOOODOODOOOODODOOO
00000000000000 00000000000
gooooooboooobooobbooobbOooboooo
0 00000000000000000000000
O O

10 Nei M., Gojobori T.O Simple methods for estimat-
ing the number of synonymous and nonsynony-
mous nucleotide substitutions. Mol Biol Evol 30
418—426, 1986.

20 Saito N., Nei M.O The neighbor joinning met-
hod a new method for reconstructing phyloge-
netic trees. Mol Biol Evol, 400 406—425, 1987.

oooooOooooooooooooo BOoOOO
goodooooooooooomoomooo
000000331—336, 1995.

ADD 000000000 oooDooobooooa
000 09911—56, 1999.

50 Mizokami M., Nakano T., Orito E., Tanaka Y.,
Sakugawa H., Mukaide M., Robertoson.(0 FEBS
Letters, 45000 66—71, 1999.

60 Schreiber G.B., Busch M.P., Kleinman S.H., Kore-
litz J.J.0 The risk of transfusion-transmitted viral
Infections. New England Journal of Medicine,
3340 1685—1690, 1996.

j000o00O0o0oooOooUooooooooooo
00 0O 0 9909—52, 1999.

80 Liang R., Lau G.K.K., Kwong Y.L.OO Chemother-
apy and bone marrow transplantation for cancer
patients who are also chronic hepatitis B carri-
erst a review of the problem. Journal of Clinical
Oncology, 1700 394—398, 1999.

90 Lau G.K.K,, Liang R., Chiu EK.W.,, Lee C.K,, Lam
S.K..OO Hepatic events after bone marrow trans-
plantation in patients with hepatitis B infectionC]
a case controlled study. Bone Marrow Transplan-
tation, 190 795—799, 1997.

o000 000ooooooooooooooog
0000000 ooDooosed 30 280—286,
1998.



