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RHD-NEGATIVE ALLELE FOUND IN JAPANESE

Yoshihide Ishikawa, Hatsue Tsuneyama, Makoto Uchikawa and Masahiro Satake
Japanese Red Cross Tokyo Blood Center

RH transcripts from an RhD-negative Japanese individual were subjected to nucleotide se-
guencing. An intact RHD sequence was not obtained from the RT-PCR fragments amplified with a
primer set designed on the 5’- and 3’-untranslated regions of RH genes. Three sequences, intact
RHCE, intact RHce and hybrid-sequence RHEI exons 1-3[}RHDI exons 4-100with no additional mu-
tationJ were obtained. The hybrid sequence was identical to that of DKK, which we reported as an
RHD variant. As the propositus carrying DKK was heterozygous for RHD and DKK, the RhD anti-
genicity of DKK was not clear. The presence of DKK in an RhD-negative individual indicates that
DKK is an RhD-negative allele and that RHD exons 1-3 include a nucleotide sequence which is

needed for expression of RhD antigenicity.
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O Gene structure of a D-negative allele found in a
Japanese Individual.
Open and shaded squares show exons derived from
the RHD and RHCE genes, respectively. The
D-negative allele was identical to that of DKK,
which we reported as an RHD variant.
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